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To resolve the mystery of biological phenomena,
we examine the protein structure

Our unit provides high quality structural characterization methods to the field
of biological science, aiming to further understand the mechanism and action FER / Publications
of biological molecules. We manage specialized and technical instruments
Kato, K. et al.
Structural basis for the adaptation and function of

chlorophyll fin photosystem I.
molecules, is an endless yet rewarding process. Nat. Commun. 11, 238 (2020)

including protein chemical analyses, mass spectrometry. Our challenge to
research, develop and fine-tune novel characterization methods for biological

Nagao, R. et al.

Structural basis for energy harvesting and dissipation
in a diatom PSII-FCPII supercomplex.

Nat. Plants 5, 890-901 (2019)

Nakayama, H. et al.
Method for Direct Mass-Spectrometry-Based
Identification of Monomethylated RNA Nucleoside

Research Subjects

@ Development and application of analytical methods for structural details on

biological molecules Positional Isomers and Its Application to the Analysis of
Leishmania rRNA.
@ Development of quantitative analysis of biomolecules Anal Chem. 91, 15634-15643 (2019)

@ |dentification and characterization of RNA by mass spectrometry
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Unit Leader
Naoshi DOHMAE

Research Results

@ Three-dimensional structural analysis of the photosystem | complex of

cyanobacterium which is adaptable to far-red light revealed that some subunits Senior Research Scientist
and pigments were replaced under far-red light and white light. Hiroshi NAKAYAMA

@ Three-dimensional structural analysis of the diatom photosystem Senior Technical Scientist
lI-light-harvesting chromoprotein (FCP) complex revealed that various FCP Takehiro SUZUKI
proteins and pigments were involved in the adaptation to the change of light Kowashi WATANABE

environment.
Technical Scientist

@® An MS3-based method for distinguishing methylnucleoside isomers revealed the Miwako ASANUMA

methylation profile of Leishmanial ribosomal RNA.
Postdoctoral Researcher
Yuta NOMURA

Technical Staff
Masami KOIKE
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Biomolecular Characterization Unit
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on RNA sequences
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