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Biomolecular Characterization Unit
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To resolve the mystery of biological phenomena,

we examine the protein structure

Our unit provides high quality structural characterization methods to the field
of biological science, aiming to further understand the mechanism and action
of biological molecules. We manage specialized and technical instruments
including protein chemical analyses, mass spectrometry. Our challenge to
research, develop and fine-tune novel characterization methods for biological
molecules, is an endless yet rewarding process.

Research Subjects
@ Development and application of analytical methods for structural details on
biological molecules
@ Development of quantitative analysis of biomolecules

@ Identification and characterization of RNA by mass spectrometry

Research Results

@® We developed a new shoot branching regulatory reagent.

@® We found CLE25 peptide that transmits water-deficiency signals is
extracellularly secreted under osmotic stress conditions.

@® We have identified the complete post-transcriptional chemical modifications of all
RNAs of human 80S ribosome by quantitative mass spectrometry-based
method.

PTM map of human rRNAs
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Takahashi, F. et al.

A small peptide modulates stomatal control via abscisic
acid in long-distance signalling.

Nature 556, 235-238 (2018)

Nakamura, H. et al.

Triazole ureas covalently bind to strigolactone receptor
and antagonize strigolactone responses.

Mol. Plant. 12, 44-58 (2019)

Taoka, M. et al.

Landscape of the complete RNA chemical
maodifications in the human 80S ribosome.
Nucleic Acids Res. 46, 9289-9298. (2019)
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The three-dimensinal post-transcriptional
modification map of human ribosomal RNAs.
Most of the modifications are located in

Taoka M 2018 Nucleic Acids Res functionally important regions of the ribosome.
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