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Technology Platform Division

Biomolecular Characterization Unit

To resolve the mystery of

biological phenomena,
we examine the protein structure

Our unit provides high quality structural characterization methods to the
field of biological science, aiming to further understand the mechanism and
action of biological molecules. We manage specialized and technical
instruments including protein chemical analyses, mass spectrometry. Our
challenge to research, develop and fine-tune novel characterization
methods for biological molecules, is an endless yet rewarding process.

Research Subjects

® Development and application of analytical methods for structural details
on biological molecules

e Development of quantitative analysis of biomolecules

e |dentification and characterization of RNA by mass spectrometry

Research Results

® \We show that lipid moieties on lipoproteins of commensal and
non-commensal staphylococci induce differential immune responses.

® \We revealed asymmetric dimethylation of histone H3R17 catalyzed by
Mettl23 is essential for reprogramming the paternal genome in zygotes.

® We identify key residues and main structural changes of MgtE involved in
the process that ATP dissociation from MgtE upregulates Mg?* influx.
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Histone H3 Methylated at Arginine 17 Is Essential for
Reprogramming the Paternal Genome in Zygotes.
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ATP-dependent modulation of MgtE in Mg homeostasis.
Nat. Commun. 8, 148 (2017)

201 7EEX>/N\— / FY2017 Members

Unit Leader
Naoshi DOHMAE

Senior Research Scientist
Hiroshi NAKAYAMA

Senior Technical Scientist
Takehiro SUZUKI
Kowashi WATANABE

Postdoctoral Researcher
Ho-Geun KWAK

Technical Staff
Masami KOIKE

The quantitative analysis based on
LC-MS chromatograms showed
histone H3R17 methylation was
promoted in presence of Mettl23.
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